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AF034419 4910 bp mRNA linear PLN 02-MAR-1998 

Pisum sativum cytosine-5 DNA methyltransf erase mRNA, complete cds . 
AF034419 

AF034419.1 GI:2654107 

Pisum sativum (pea) 
Pisum sativum 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicotyledons; 
rosids; eurosids I; Fabales; Fabaceae; Papilionoideae; Vicieae; 
Pisum. 

1 (bases 1 to 4910) 

Pradhan,S., Cummings, M. , Roberts, R.J. and Adams, R.L. 
Isolation, characterization and baculovirus-mediated expression of 
the cDNA encoding cytosine DNA methyltransf erase from Pisum sativum 
Nucleic Acids Res. 26 (5), 1214-1222 (1998) 

9469828 

2 (bases 1 to 4 910) 

Pradhan,S., Cummings, M. , Roberts, R.J. and Adams, R.L. P. 
Direct Submission 

Submitted (12-NOV-1997) Division of Biochemistry and Molecular 
Biology, Institute of Biomedical and Life Sciences, Davidson 
Building, University of Glasgow, Glasgow, Scotland G12 8QQ, UK 
Location/Qualifiers 
1. .4910 

/organism="Pisum sativum" 
/mol_type="mRNA" 
/db_xref ="taxon : 3888 " 
50 . . 4714 

/f unction="methylates cytosine residues" 
/ codon_start=l 

/product="cytosine-5 DNA methyltransf erase" 
/ protein id=" AAC49931 . 1 " 
/db_xref="GI : 2654108" ~~ 

/ trans lation="MGSASLLNPSDSSLPGGKDSTSKEEPVSNTEGEVMAGGKQKKRS 
LSESSEQPAPTRKVPKRSASAASKNLKEKSFSISDKSCLVETKKDQVAEGELLAVRMT 
AGQEDDRPNRRLTDFILHDESGAAQALEMLEIKDLFITGLILPLEGNADKKKEQGVRC 
HGFGRIESWDISGYEDGSPVIWISTEIADYDCQKPAGTYKKYYDLFFEKARACLEVYK 
KLAKSSGGDPDISLDELLAGMARSMSGSKYFSGTASLKEFI ISQGDFIYKQLIGLDTM 
LKANDKGFEDIPALIALRDESKKQAHFANTQVRPSNATLRIGSGIVDEEKKNQMDSVD 
EEDEDAKLARLLQDEEYWKSNRQRKNSRSSSSSNKFYIKINEDEIANDYPLPAYYKTS 
LQETDEFIVFDNDCDIYDTEDPSRSMLHNWALYNSDSRLISLELLPMKPCSEMDVTIF 



$, Inc\l 1696-067001\60423865.htm 



4/24/2007 



NCBI Sequence Viewer v2.0 



Page 2 of 3 



GSGTMTSDDGSGFNLDTEAGQSSVASGAQDTDGIPIYLSAIKEWMIEFGSSMVFISIR 
TDLAGIGLGKPSKQYTPWYDTVLKTARIAISI ITLLKEQSRVSRLSFPDVIKKVSEYT 
QDNKSYISSDPLAVERYIWHGQIILQLFAEFPDDKIRKSPFVTGLMNKMEERHHTKW 
LVKKKKLSPKSEPNLNPRAAMAPWSKRKAMQATATKLINRIWGEYYSNHLPEESKEG 
TAIEEKDDDEAEEQEENEDEDAEEETVLLEETLKPRIVSKQIKAFSDDGEVRWEGVPE 
RKTSSGLPLYKQAI IHGGSCFCGNICVSRKLMNQMSFLIYITLNICLNPKNGEKMFHG 
RMMQHGCHTVLGNAASEREVFLTNECRDLGLQDVKQINVASIRKTPWGHQHRKASNAA 
GKIDRERADERKKKGLPTEYYCKSLYWPERGAFFSLPFDTLGLGSGVCHSCNIQEADK 
AKEIFKVNSSKSSFVLDGTEYSLNDYVYVSPFEFEEKIEQGTHKSGRNVGLKAFVVCQ 
VLEI IAKKETKQAEIKSTELKVRRFFRPEDVSSEKAYCSDVQEVYFSDETYTISVQSV 
EGKCEVRKKIDIPEGSAPGAFHNVFFCELLYDPATGSLKKLPSHIKVKYSSGPTADNA 
ARKKKGKCKEGDSISVPDIKSKTSNENRLATLDIFAGCGALSEGLHKSGASSTKWAIE 
YEEPAGNAFKANHPEALVFINNCNVILRAIMEKCGDIDECISTAEAAELASKLDDKDL 
NSLPLPGQVDFINGGPPCQGFSGMNRFNTSTWSKVQCEMILAFLSFADYFRPRYFLLE 
NVRNFVSFNKGQTFRLTLASLLEMGYQVRFGILEAGAFGVSQSRKRAFIWAASPEDVL 
PEWPEPMHVFSAPELKITLAENVQYAAVCSTANGAPLRAITVRDTIGELPAVGNGASR 
TNMEYQSDPISWFQKKIRGNMAVLTDHISKEMNELNLIRCQKIPKRPGCDWRDLPDEK 
IKLSTGQLVDLIPWCLPHTAKRHNQWKGLFGRLDWQGNFPTSITDPQPMGKVGMCFHP 
DQDRILTVRECARSQGFPDHYQFSGNI IHKHRQIGNAVPPPLAFALGRKLKEALDSKS 
AN" 

IN 

1 cttcagatct acaacccgcg ttttggatac aaggaaaatt ttccaactca tgggttccgc 
61 ttcgcttttg aatccctccg attcgtctct accgggtggc aaggacagca cgagtaaaga 
121 agagcctgtt tcaaacactg aaggggaagt tatggctggt ggtaagcaaa agaagcgaag 
181 tttgtcagag agcagtgagc agcctgctcc tactcggaaa gtgccgaaac gatctgcaag 
241 tgcagcaagt aaaaatttga aggagaagtc tttttccata tctgataagt cttgtcttgt 
301 tgaaactaag aaggatcagg ttgcagaagg agaattgcta gcagtccgta tgactgctgg 
361 acaagaggat gaccgcccaa atagaagact tacagacttt atccttcatg atgaaagtgg 
421 tgcagcacag gcacttgaga tgcttgaaat caaggattta ttcatcactg gacttatatt 
481 gccactagaa ggaaatgctg acaagaaaaa agagcaaggt gttagatgtc atggttttgg 
541 tcgaattgag tcatgggaca tatctggtta tgaggatggc tctccagtga tatggatttc 
601 tactgagatt gctgactatg attgccagaa accagctggt acctacaaaa aatactatga 
661 tcttttcttt gaaaaagctc gggcttgctt agaagtgtac aaaaaactag caaagtcttc 
721 tgggggagat cctgacataa gccttgatga gttacttgct ggcatggcac ggtcaatgag 
781 tggtagcaag tacttttctg gaactgcatc actaaaggaa ttcattattt ctcagggtga 
841 ttttatttat aagcaactca ttggtttaga cacaatgttg aaggcaaatg acaaggggtt 
901 tgaagatatt cctgctttga ttgctcttag agatgagagc aagaaacaag cacactttgc 
961 aaacacacaa gtgaggccat caaatgcgac tttaaggatt ggttcgggaa ttgtagatga 
1021 agagaaaaag aatcagatgg attctgtaga tgaagaggat gaggatgcaa agttagctcg 
1081 actattgcag gatgaagagt attggaaatc taacaggcag aggaaaaact ctagatcatc 
1141 atcttcatct aataaattct atatcaagat taatgaagat gagattgcaa atgattatcc 
1201 tctccctgct tattataaaa cttctcttca agaaacggat gaatttatag tttttgataa 
1261 tgactgtgac atatatgaca ctgaagatcc ttctagaagc atgttgcaca attgggcttt 
1321 atacaactct gattctagat tgatttccct ggaacttctt cccatgaaac cttgttcaga 
1381 gatggatgtt acaatctttg gatcaggtac aatgacttca gatgatggaa gtggtttcaa 
1441 tcttgataca gaggctggcc aatcttccgt tgcttctgga gcacaagaca ctgatggtat 
1501 tccaatttat ctgagtgcaa taaaagagtg gatgattgaa tttggatcat ctatggtttt 
1561 catatccatc cgaacagatt tggctggtat aggacttggc aaaccatcaa agcagtacac 
1621 tccttggtat gacacagtat tgaaaactgc aagaattgct ataagcatta tcacgttgtt 
1681 gaaggagcag agccgtgtat cacggctttc atttccagat gttataaaaa aagtatctga 
1741 gtatactcag gacaataagt catatatttc ttctgatcca ttggctgtag aaagatatat 
1801 tgttgtccat ggacagataa ttctgcaact atttgcagaa tttccagatg acaagatcag 
1861 gaagtctcct ttcgtgactg gtcttatgaa caaaatggaa gaaaggcacc ataccaaatg 
1921 gttagtgaag aagaagaaac tgtcgccaaa gagtgagcca aatttgaatc ctagggcagc 
1981 aatggctcct gttgtatcta aaaggaaagc tatgcaagct acagcaacaa agctaatcaa 
2041 tagaatatgg ggtgagtatt actcaaacca cttacccgag gaatcaaaag aaggaactgc 
2101 tattgaagaa aaggatgatg atgaagcaga ggaacaggaa gagaatgaag acgaggatgc 
2161 tgaggaagag acagtactgt tggaggaaac actaaagcca cgtatagttt ccaaacagat 
2221 taaagcattt tctgatgatg gagaggttag atgggaaggg gttcccgaaa ggaaaaccag 
2281 ttctggattg cctctttata agcaggcaat tattcatgga ggaagttgtt tctgtgggaa 
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2341 tatctgtgtc agtcggaagt tgatgaatca gatgagcttc ctgatatata ttacattgaa 

2401 tatatgtttg aatccaaaga atggggaaaa gatgtttcat ggtaggatga tgcaacatgg 

2461 ttgtcacact gttcttggca atgccgcaag tgagagagag gtgtttttga ctaatgagtg 

2521 cagggatttg ggactgcaag atgttaagca gataaatgtt gcaagcatcc gaaaaacacc 

2581 ttgggggcat cagcatcgaa aggctagtaa tgctgcaggt aaaatcgata gagagagagc 

2641 tgatgaaagg aagaagaaag gactgcctac tgaatattac tgtaaaagct tgtactggcc 

2701 tgagaggggt gctttcttca gtcttccgtt tgatacgctg ggtttagggt ctggtgtctg 

2761 tcactcttgc aatatacaag aagctgacaa ggcgaaggaa attttcaaag taaattcgtc 

2821 taagtctagt tttgtattgg atggaacaga atattctctc aatgactatg tttatgtaag 

2881 cccttttgaa tttgaggaaa agatagagca gggaactcat aagagtggga ggaatgtagg 

2941 gctgaaagct tttgttgtat gccaagtgct cgagatcatt gccaaaaagg aaacaaaaca 

3001 agctgaaata aaatctacag aactcaaagt cagaagattc tttcgaccag aagatgtatc 

3061 aagtgagaaa gcatactgct ctgatgtaca agaggtgtat ttcagtgatg aaacatatac 

3121 tatctctgtt caatctgtag aaggtaaatg tgaagtcagg aaaaagattg atatccctga 

3181 aggaagtgcc cctggagcct ttcacaatgt ctttttctgt gaactcctgt atgatcctgc 

3241 cacaggatcg ctcaagaagt tgccatctca tatcaaagta aaatattcta gtggacctac 

3301 agctgataat gcagctagaa agaaaaaggg aaaatgtaaa gagggagata gcatttcagt 

3361 gcctgatata aaaagtaaaa catcaaatga aaaccgttta gcaaccctgg acatttttgc 

3421 aggatgcggt gccttatcag aggggttgca taagtctggt gcttcatcaa ctaaatgggc 

3481 tattgaatat gaagaaccag ctggcaatgc attcaaagct aatcatcctg aagctttggt 

3541 gtttattaac aactgtaatg taattctcag ggctataatg gagaaatgtg gagatataga 

3601 tgaatgtatc tcaacagccg aggctgcaga attggcctct aagcttgatg ataaggattt 

3661 gaatagttta ccattacctg ggcaagttga tttcattaat ggggggcctc catgccaggg 

3721 tttctctggg atgaatagat ttaacacaag cacttggagt aaagtccagt gtgagatgat 

3781 attagcgttc ttatcctttg ctgattattt ccggccgagg tatttcctct tggagaatgt 

3841 gaggaacttt gtgtctttta ataaaggaca gactttccgt ttaactttgg cttcacttct 

3901 cgagatgggt taccaggtga ggtttggtat cctcgaggct ggagcttttg gtgtttctca 

3961 gtcaagaaaa agggcattta tatgggctgc ctctccagaa gatgtgcttc ctgagtggcc 

4021 agaaccaatg catgtcttct ctgcccctga gttgaaaatc acattggcag aaaatgtcca 

4081 gtatgctgcc gtctgcagta ctgcaaatgg tgctccgtta cgggcaataa ctgttcgtga 

4141 taccattggt gaactcccag ctgttggcaa tggagcctct aggacaaaca tggagtatca 

4201 aagcgatcct atctcgtggt ttcaaaagaa gatccgaggc aatatggctg tcttgactga 

4261 tcatatatca aaggaaatga atgagttgaa cttgatccga tgtcagaaaa ttcctaagag 

4321 accaggttgt gattggcgtg atcttccaga cgaaaagata aaactttcaa ctggacaact 

4381 tgttgatttg ataccatggt gcttgccaca cacagctaag aggcataatc aatggaaggg 

4441 actgtttggt aggttagatt ggcaagggaa tttcccaact tccatcaccg accctcaacc 

4501 aatggggaag gttggaatgt gcttccatcc cgatcaagat agaattctta ctgttcgtga 

4561 atgcgcccga tctcaaggct ttccagacca ctatcaattt tctggtaaca tcatacacaa 

4621 gcacaggcag attggtaacg cggttcctcc tcctctggca tttgcattag gaaggaaact 

4681 caaggaagca ttggatagta agagcgccaa ttagaggatt agggcgcatc tttcaaaaag 

4741 catcttttta tcatatagtt ttgtctttca gtgttctgga aacaacccaa cccttgtata 

4801 tagttgtttt cttggctatt tttcttagtt taatcaattc tttgtttaaa aggattgatg 

4861 gaatggatta tgctataaaa ctcatttttt ctatcaaaaa aaaaaaaaaa 
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